Background Aberrant expression of miRNAs was a critical element in the pathogenesis of inflammatory bowel disease (IBD). This study aimed to explore the involvement and mechanism of miR-126 in IBD.
Real-time PCR
Oligotex Direct mRNA Micro Kit (QIAGEN) was used to isolate total RNA from cells, then 1μL of RNA was quantitative. Equal amount of RNA was reverse transcribed for the synthesis of cDNA. Real-time PCR was performed with PCR Mix (SYBR Green I) on the Real-time PCR system (ABI 7900 HT). In this study, the primers were synthesized by GENEWIZ Biotechnology Co., Ltd (Suzhou, China) . GAPDH was considered as internal control.
Western blot
With the lysis in RIPA buffer (Solarbio) and centrifugation for 20 min, proteins were extracted from cells. Bradford method was used to detect the quality of the proteins. SDS-PAGE was used to separate the proteins with equal amount, the proteins were then transferred onto PVDF membrane, with the primary antibodies, which were purchased from Sigma (USA), against S1P, S1PR2, ZO-1and p-AKT at 4 ºC for 24 h, then the membrane was incubated with the secondary antibodies at room temperature for another 1 h. β -actin acted as internal control.
Intestinal epithelial barrier model construction and Trans-epithelial electrical resistance (TER) determination
Caco-2 cells were seeded in a Transwell system for monolayers, TER values were measured by an epithelial voltohmmeter ERS-2 (Merck Millipore). TER was measured until the similar values were occurred on three consecutive measurements. The values were calculated with Ω cm 2 . When the TER values of the cells reached at least 500 Ω cm 2 at 20 d, showing the model was successfully established.
Paracellular permeability measurement
After intestinal epithelial barrier model was successfully constructed, LPS was added in the Apical side of the model and cultured with the supplementary of 1 mg/mL FD-4 solution for 2 h. The paracellular permeability was measured by FD -4 flux. A Synergy H2 microplate reader (Bio Tek) was used for the determination of FD-4 signaling.
Statistical analysis
Data were presented as means±SD by statistical analysis of ANOVA software combined with t-test . The value of P less than 0.05 was considered as statistically significant difference.
Results

MiR-126, S1PR2 and S1P with high expression in IBD
The expression of miR-126 in the pathological tissues of IBD patients (n=20) was significantly higher than that of the control group (about 2.8-fold) (n=5) (Figure 1 A) . Moreover, the mRNA expression of S1PR2 was also up-regulated by 1.61-fold in the pathological tissues of IBD patients (n=20) (Figure 1 B) , and it negatively correlated with miR-126 expression (Figure 1 C) .
And the protein levels of S1PR2 and S1P expression were significantly increased in the pathological tissues of IBD patients (n=20) (Figure 1 D&E) .
S1PR2 was a direct target of miR-126
The results of bioinfomatics analysis revealed that miR-126 directly bond at a site located within S1PR2 (Figure 2 A) . The relative luciferase activity of S1PR2 was significantly suppressed by miR-126 mimic, but the relative luciferase activity was unaffected in miRNC treatment (Figure 2 A). The protein expression of S1PR2 was decreased with miR-126 mimic; conversely, S1PR2
protein was significantly elevated by miR-126 inhibitor (Figure 2 B ).
MiR-126 overexpression contributed to intestinal mucosal barrier dysfunction
LPS was used for the induction of intestinal mucosal barrier dysfunction and caused continuous reduction of TEER in Caco-2 cells at 0h, 1h, 3h, 6h, 12h of LPS treatment (Figure 3 A) . Moreover, S1P significantly inhibited the decline of TEER induced by LPS, but miR-126 mimic could largely release the effect of S1P on TEER (Figure 3 A) . Furthermore, miR-126 mimic also significantly reversed the S1P-mediated decrease of intestinal paracellular permeability of Caco-2 cells (Figure 3 B) . S1P enhanced the expression of S1PR2 and ZO-1 protein in Caco-2 cells treated by LPS, but this increase of S1PR2 and ZO-1 was completely reversed by miR-126 mimic
S1P regulated intestinal barrier function via modulation of SP1R2
Si-SP1R2 or JTE-013, an antagonist of S1PR2, could largely release the effect of S1P on the 
Discussion
MiR-126 was convinced to be participated in the genesis and development of ulcerative colitis (UC), but its functional role and mechanism in inflammatory bowel disease (IBD) have not been known well. In the current study, we found that the high expression of miR-126 in IBD had potential destructive effects on the intestinal barrier function via targeted modulation of S1PR2.
Furthermore, we also demonstrated that the regulatory mechanism of miR-126/S1PR2 axis was associated with PI3K/AKT signaling pathway.
Our results identified that miR-126 was up-regulated in the pathological tissues of IBD patients, which was consistent with the previous findings. It was also observed that miR-126 significantly increased in active UC group and contributed to the pathogenesis of UC [5] . Altogether, these results indicated that miR-126 may serve as a promotion factor for the progress of IBD.
Furthermore, we also found that S1P and its receptor, S1PR2 were increased in IBD patients. S1P, a membrane sphingolipid, can enhance the intestinal epithelial barrier function via activating S1PRs. Additionally, S1PR2 was activated by S1P and promoted the proliferation of cholangiocarcinoma cells [13] . It has been reported that S1PR2 can regulate the migration, proliferation and differentiation of mesenchymal stem cells [14] . Our results suggested that S1PR2 also played an important role in IBD. Further analysis showed that there was a negative correlation between miR-126 and S1PR2 expression in the pathological tissues of IBD, and bioinformatics analysis showed the putative binding site of miR-126 and S1PR2. Considering the characteristics miRNAs function, we hypothesized that the role of miR-126 in IBD was mediated by the interactive endogenous relation between miR-126 and S1PR2.
Firstly, the results of luciferase reporter gene assay supported that S1PR2 was a direct target of miR-126 in Caco-2 cells. The overexpression or knockdown of miR-126 directly affected the expression of S1PR2 protein in vitro. Intestinal mucosal barrier dysfunction caused by changes in cell permeability and intracellular junction is a key factor in the pathogenesis of IBD. Tight junction between intestinal epithelial cells is the complex consisting of a series of proteins and fats, which exists widely between cells and cells. The tight junction proteins, the main component of tight junctions, are important for tight junctions to maintain the appropriate structure and function,
including Occludin, E-Cadherin, ZO-1. In enterocyte barrier injury model of Caco-2 cells induced by LPS, S1P contributed to stabilize the intestinal barrier function via modulation of SP1R2.
However, in the present study, it was strongly confirmed that miR-126 overexpression contributed to intestinal mucosal barrier dysfunction as shown by abolishment of the protection effect of S1P
for the integrity and permeability of intestinal mucosal barrier. S1P-activated SP1R2 could promote cell migration via modulating PI3K/AKT signaling pathway.
A great deal of researches showed that PI3K/AKT signaling pathway was an important regulator for intestinal mucosal barrier function in intestinal mucosa injuries. We revealed that S1P/S1PR2 protected intestinal mucosal barrier function via a PI3K/Akt dependent mechanism in vitro. Based on the above results, we further validated the role of miR-126 in the regulation mechanism of S1P/S1PR2/PI3K/AKT signaling pathway for intestinal barrier function. MiR-126 silencing possessed obvious protective effects on the intestinal barrier function.
In conclusion, our results confirmed that miR-126 may serve as a promotion factor for the progress of IBD via targeted modulation of S1PR2. The study provided direct evidence that miR-126 down-regulated S1PR2 and then prevented the activation of PI3K/AKT signaling pathway, which ultimately could damage intestinal mucosal barrier function. Accordingly, miR-126 will be a new therapeutic target for IBD. S  h  a  k  e  r  A  ,  L  e  v  i  n  M  S  :  C  h  r  o  n  i  c  i  n  t  e  s  t  i  n  a  l  i  n  f  l  a  m  m  a  t  i  o  n  :  i  n  f  l  a  m  m  a  t  o  r  y  b  o  w  e  l  d  i  s  e  a  s  e  a  n  d  c  o  l  i  t  i  s  -a  s  s  o  c  i  a  t  e  d  c  o  l  o  n  c  a  n  c  e 
. The endogenous expression of miR-126, S1PR2 and S1P in the pathological tissues of patients with IBD. The mRNA expressions of (A) miR-126 and (B) S1PR2 in the pathological tissues of IBD patients (n=20) were detected using qRT-PCR, the normal intestinal mucosal tissues (n=5) from patients at the remission phase of IBD as the control. (C) Analysed the correlation between the expression of miR-126 and S1PR2 in the pathological tissues of patients with IBD. (D-E) The protein expressions of S1PR2 and S1P in the pathological tissues and normal intestinal mucosal tissues were measured by western blot assay. *P<0.05,**P<0.01 vs. control.
Figure legends
Figure 2
MiR-126 could inhibit S1PR2 expression by targeting to S1PR2. (A) The putative binding site of miR-126 and S1PR2 was exhibited and luciferase reporter gene assay was performed to confirm the targeting regulatory relation. 
Figure 6
The role of miR-126 in the regulation mechanism of S1P/S1PR2/PI3K/AKT signaling pathway for intestinal barrier function. Caco-2 cells were treated with LPS+S1P, LPS+S1P+miR-126 inhibitor, LPS+S1P+miR-126 inhibitor+JTE-013, LPS+S1P+miR-126 inhibitor+LY294002, respectively. (A) The TEER and (B) intestinal paracellular permeability of Caco-2 cells were measured in different treatment groups. (C) The protein expression of S1PR2, p-AKT, AKT and ZO-1 in the cells was detected using western blot assay. *P<0.05, **P<0.01.
